Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.019 Å; R factor = 0.060; wR factor = 0.166; data-to-parameter ratio = 14.4.
In the title compound, [Sb(C 6 H 5 ) 3 (C 6 H 3 BrNO 2 ) 2 ], the Sb center has a distorted trigonal-bipyramidal geometry, with two carboxylate O atoms of two 5-bromopyridine-2-carboxylate ligands in equatorial positions and three phenyl ligands in axial positions. The crystal structure is stabilized by C-HÁ Á ÁBr hydrogen bonds and intermolecular C-BrÁ Á Á interactions [CÁ Á Á = 3.57 (1) Å ]. 
Related literature

Experimental
Crystal data [Sb(C 6 H 5 ) 3 (C 6 H 3 BrNO 2 ) 2 ] M r = 755.06 Orthorhombic, Fdd2 a = 20.597 (2) Å b = 13.057 (1) Å c = 20.541 (2) Å V = 5524.2 (9) Å 3 Z = 8 Mo K radiation = 3.93 mm À1 T = 298 (2) K 0.43 Â 0.37 Â 0.20 mm
Data collection
Siemens SMART diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1 2 ; Ày þ 1 2 ; z.
Data collection: SMART (Siemens, 1996); cell refinement: SAINT (Siemens, 1996); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 1998); software used to prepare material for publication: SHELXTL (Sheldrick, 2008).
We acknowledge the National Natural Science Foundation of China (grant No. 20771053) The triphenylantimony compound containing the heterocyclic pyridine carboxylate skeleton show some potential biological activity (Yin et al., 2008) and we have synthesized the title compound (I) and report its crystal structure here.
As shown in Fig. 1 , the Sb atom is five-coordinated by the three phenyl C atoms and the two carboxylate O atoms. The average distance of Sb-C (2.10 Å) in the (I) is shorter than the average distance of S-C (2.225 Å; Mahon et al., 1998) .
The average distance of Sb-O (2.146 Å) in the (I) is equal to the average distance of Sb-O (2.145 Å; Chaudhari et al., 2007) . The crystal structure is stabilized by intermolecular C-H···Br hydrogen bonds ( Fig. 2 and Table 1 ; symmetry code as in Fig. 2 ). In addition, the crystal structure exhibits C-Br···π interactions, with a C5-Br···Cg ii separation of 3.57 (1) Å ( Fig. 2 ; Cg is the centroid of the C7-C12 benzene ring, symmetry code as in Fig. 2 ).
Experimental 5-bromopyridine-2-carboxylic acid (0.061 g, 0.3 mmol) and sodium methoxide (0.6 ml, 0.3 mmol) was added to a stirring solution containing triphenylantimonydichloride (0.064 g, 0.15 mmol) in toluene (25 ml). After refluxing for 8 h, the colorless solution was obtained and then filtered. The solvent was gradually removed by evaporation under vacuum until the white solid is obtained. The solid was recrystallized from petroleum ether/dichoromethane (1:1) to give colorless crystals.
Refinement
All H atoms were positioned geometrically and refined as riding atoms, with C-H = 0.93 Å, Uiso(H) = 1.2Ueq(C). 
Cell parameters from 2025 reflections a = 20.597 (2) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.050 (7) 0.043 (6) 0.064 (8) 0.000 (5) 0.010 (7) 0.005 (6) C3 0.078 (10) 0.060 (9) 0.057 (9) −0.007 (7) 0.012 (8) 0.005 (7) C4 0.070 (9) 0.052 (8) 0.086 (11) 0.009 (7) 0.001 (8) 0.056 (7) 0.052 (7) 0.068 (8) −0.005 (5) −0.007 (7) −0.001 (6) C13 0.052 (9) 0.022 (7) 0.056 (9) 0.009 (7) 0.000 0.000 C14 0.068 (8) 0.050 (7) 0.057 (8) 0.009 (6) −0.006 (7) 0.003 (6) C15 0.089 (10) 0.067 (9) 0.049 (7) 0.022 (7) 0.007 (8 
